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Supplementary Fig. 7. Forest plots showing associations of clinical and etiological factors with
recurrent acute pancreatitis (RAP) and chronic pancreatitis (CP). (1) Obstructive factors and CP. (2)
Fever and RAP. (3) Fluid collection and RAP. (4) APFC and RAP. (5) ANC and RAP. (6) Pancreas
divisum and RAP. (7) Genetic AP and RAP. (8) Genetic AP and CP. (9) EPI and RAP. AP, acute
pancreatitis; RAP, recurrent acute pancreatitis; CP, chronic pancreatitis; APFC, acute peripancreatic

fluid collections; ANC, acute necrotic collections, EPI, exocrin pancreatic insufficiency.





